Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.005 Å; R factor = 0.028; wR factor = 0.072; data-to-parameter ratio = 17.5.
Experimental
Crystal data [Cs(C 6 H 4 
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2002) T min = 0.654, T max = 0.745 6897 measured reflections 1822 independent reflections 1592 reflections with I > 2(I) R int = 0.072 Refinement R[F 2 > 2(F 2 )] = 0.028 wR(F 2 ) = 0.072 S = 1.00 1822 reflections 104 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 1.19 e Å À3 Á min = À1.14 e Å À3 Table 1 Selected bond lengths (Å ).
Symmetry codes: (i) Àx þ 1; y þ 1 2 ; Àz þ 1 2 ; (ii) Àx þ 1; y À 1 2 ; Àz þ 1 2 ; (iii) x; Ày þ 1 2 ; z À 1 2 ; (iv) x þ 1; Ày þ 1 2 ; z À 1 2 ; (v) Àx; y À 1 2 ; Àz þ 1 2 . Table 2 Hydrogen-bond geometry (Å , ).
Symmetry code: (vi) Àx; Ày þ 1; Àz þ 1.
Data collection: SMART (Bruker, 2002); cell refinement: SAINT (Bruker, 2002); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and DIAMOND (Brandenburg, 2010)'; software used to prepare material for publication: WinGX (Farrugia, 1999) .
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: TK2776). 
